I Place: JANHAVI P, DEPARTMENT OF BIOCHEMISTRY 2 FRUIT AND VEGETABLE
TECHNOLOGYDEPARTMENT,CSIR-CENTRAL

FOOD

TECHNOLOGICAL

RESEARCH INSTITUTE, KARNATAKA, INDIA MYSORE-570020 on “IN VITRO
ANTIOXIDANT ACTIVITIES OF POLYPHENOL RICH EXTRACT FROM
DIFFERENT PARTS OF GARCINIA XANTHOCHYMUS FRUIT”
II Place: PRITHVISH T. V , DEPARTMENT OF MICROBIOLOGY, FIELD MARSHAL
K. M. CARIAPPA COLLEGE, A CONSTITUENT COLLEGE OF MANGALORE
UNIVERSITY, MADIKERI - 571201, KODAGU (D), KARNATAKA, INDIA on
“JUSTICIA WYANAADENSISLEAF EXTRACTS TARGETING QUORUM SENSING
IN PSEUDOMONAS AERUGINOSA”
III

Place:

TOQUIER

AHMMED

KHAN,

DEPARTMENT

OF

STUDIES

IN

BIOTECHNOLOGY, POOJA BHAGAVAT MEMORIAL MAHAJANA EDUCATION
CENTRE, PG WING OF SBRR MAHAJANA FIRST GRADE COLLEGE, K.R.S. ROAD,
METAGALLI, MYSORE-570 016, KARNATAKA, INDIA on “PHYTOCHEMICAL
SCREENING,

ALPHA

AMYLASE

INHIBITORY,

ANTIARTHRITIS

AND

ANTIOXIDANT ACTIVITY OF CISSUS QUADRANGULARIS L.”
Winner of Oral Presentation:
ABHIJITH

P,

ECO-BIOTECH

LAB,

DEPARTMENT

OF

BIOTECHNOLOGY,

UNIVERSITY OF MYSORE, MYSORE, KARNATAKA, INDIA. On “A STUDY OF
INTERACTION

BETWEEN

LOW

FREQUENCY

SOUND

WAVES

AND

GERMINATION OF COWPEA SEEDS (VIGNA UNGUICULATA)”
GASYM Young Scientist Award was conferred to DR. ARUN KUMAR GS, SCIENTIST,
CENTRAL SERICULTURAL RESEARCH AND TECHNICAL INSTITUTE, MYSORE on
“ROOT KNOT NEMATODE IN MAJOR MULBERRY GROWING AREAS OF
SOUTHERN KARNATAKA”
Number of participants: 200
The Conference Proceedings is published in International Journal Of Pharma and
Bioscience (ISSN No. 0975-6299).

Details of Technnical Sessions
I Technical Session: DNA damage response in Hematopoietic stem cells, Dr. Mahadesh
Prasad A.J.

Ebf1 is a transcription factor with documented dose dependent functions in both normal and
malignant B-lymphocyte development. To understand more about the roles of Ebf1 in
malignant transformation, he investigated the impact of reduced functional Ebf1 dosage on
early mouse B-cell progenitors. Gene expression analysis suggested that Ebf1 was involved in
the regulation of genes important for DNA repair as well as cell survival. Investigation of the
DNA damage in steady state as well as after induction of DNA damage by UV light, confirmed
that pro-B cells lacking one functional allele of Ebf1 display signs of increased DNA damage.
This correlated to reduced expression of Rad51 and combined analysis of 4C and chromatin
immunoprecipitation data suggested that Rad51 is a direct target for Ebf1. Although reduced
dosage of Ebf1 did not significantly increase tumor formation in mice, a dramatic increase in
the frequency of pro-B cell leukemia was observed in mice with combined heterozygous
mutations in the Ebf1 and Pax5 genes revealing a synergistic effect of combined dose reduction
of these proteins. His data suggested that Ebf1 controls DNA repair in a dose dependent manner
providing a possible explanation to the frequent involvement of EBF1 gene loss in human
leukemia.
II Technical Session: Proteomics in Plant Pathology, Dr. Ramchandra Kini
Plant-pathogen interactions involve complex two-way communications at biochemical and
molecular level. On one hand the plant must be able to recognize and stall a potential pathogen
invasion, on the other the pathogen must be able to manipulate the biology of plant to sustain
its growth and reproduction. The result of this interaction has a direct bearing on the yield of
the crop plants and hence is a subject of intense study over past several decades. Identification
of changes in protein levels in plants upon infection with pathogen and the characterization of
virulence and pathogenicity factors produced by pathogens are the key issues for successful
understanding of plant-pathogen interaction. Recent development in the omics techniques (e.g.
genomics, proteomics and transcriptomics) has offered a great opportunity to explore plantpathogen interaction at molecular level. Proteomics is aimed at identification and quantification
of each and every protein in a cell and its actual function mediating specific cellular processes.
Although analysis of plant p roteome has been widely carried out for several years, it is only

recently that proteomics has been applied for studying plant-pathogen interactions. Proteomics
uses gel-based or non-gel based approaches for protein separation followed by mass
spectrometry for identification and quantification of proteins. Use of 2D- PAGE or nanoflow
LC followed by MS/MS in proteomic platforms allow screening proteins/peptides from plants/
pathogens and their interactions at sub-cellular levels. It is also possible to identify posttranslations modification such as glycosylation, phosphorylation or cleavage. So far there are
more than 120 entries on the ever growing list of plant-pathogen interactions that have been
studied using proteomic approaches. Dissecting complex plant- pathogen interactions at
molecular level will ensure clear understanding of these systems and eventually be a step
forward in building more durable strategies for management of disease caused by pathogens.
III Technical Session: Recent Developments in Food Technology, Dr. K.S. M. S. Raghav
Rao
IV Technical Session: Understanding Multiple Drug Resistance, Dr. Deepak Saini
The battle of survival between eukaryotes and prokaryotes has been going on forever and in
particular diseases caused by bacteria have been a scourge for the humankind. For time
immemorial, human and other life forms have been getting bacterial infections in many forms
and formats, which had more or less kept the population of almost all life forms in check.
However, the brilliance of human explorations allowed us to develop many anti-microbial
approaches. In his talk, he presented a historical account of anti-microbial therapies and how
we ended by developing antibiotics, which single handedly (after soap) helped bring down
human mortality. He described the mechanisms by which various antibiotics work and where
we stand in terms of developing new antibiotics. In the second part of the talk, He elaborated
upon the mechanisms by which bacteria can become resistant to various antimicrobials. The
discovery platforms which have been aimed to address the rising AMR concern was discussed
and in the end some new approaches for antibiotic discovery were presented which aims to
address the existing lacunae. Specific examples of discovery of Teixobactein was presented.

